Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.004 Å; R factor = 0.036; wR factor = 0.096; data-to-parameter ratio = 17.4.
Related literature
For the bioactivity of thienopyridine derivatives, see: Goerlitzer et al. (2004 Goerlitzer et al. ( , 2000 ; Kamel et al. (2003) . For the preparation of the title compound, see: Shi & Yang (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . (Goerlitzer et al. 2004 ) and act as gyrase inhibitors (Goerlitzer et al. 2000) . Recently, A-312110, a thienopyridine derivative was also reported as a potent KATP channel opener (Kamel et al. 2003) . These reports inspired us to study the relationship between their structures and activities. During the synthesis of thienopyridine derivatives, the title compound, (I) was isolated and its structure was determined by X-ray diffraction. In the molecular structure ( Fig. 1) , the pyrazole and pyridine rings adopt planar conformations, with RMS of 0.0035 Å and 0.0170 Å, respectively. The largest deviation of the two rings are 0.005 (1) Å(N2) and 0.0325 (2) Å(C7), respectively. They are nearly coplanar, since the dihedral angle between them is 3.17 (14) °. The 2,3-dihydrothiophene ring adopts an envelope conformation. The distance between atom C9 and the plane of C10/C11/C8/S1 is 0.322 (4) Å. Besides, the 4-bromophenyl and pyridine ring, phenyl and pyrazole ring forms dihedral angles of 60.06 (9)° and 33.49 (11)° respectively.
There is an intramolecular C-H···O hydrogen bond. In addition, the crystal packing is stabilized by intermolecular C-H···O hydrogen bond and C-H··· π interactions (Fig. 2) .
The title compound was synthesized according to the procedure (Shi et al. 2011) . A dry 50 ml flask was charged with 4-bromobenzaldehyde (1 mmol), dihydrothiophen-3(2H)-one 1,1-dioxide (1 mmol), 5-amino-3-methyl-1-phenyl-pyrazole (1 mmol), and ionic liquid [bmim]Br (2 ml). The mixture was stirred at 363 K for 1.5 h to complete the reaction (monitored by TLC), then 5 ml water was added. The solid was filtered off and washed with water. The crude product was purified by recrystallization from the mixture of DMF and ethanol to give pure product.The recrystallization gave single-crystals suitable for X-ray diffraction.
Refinement
The H atoms were placed in calculated positions, with C-H = 0.95 Å (aromatic), 0.98Å (methyl) or 0.99Å (methylene)and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2U eq C(aromatic, methylene) and 1.5U eq C(methyl).
supplementary materials sup-2 Figures   Fig. 1 . The structure of (I), showing 30% probability displacement ellipsoids and the atomnumbering scheme, hydrogen bond represented by the dashed line. Cg is the centroid of the ring of C16/C17/C18/C19/C20/C21. 
